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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CAMK2B 816 BC019070 NM_ 172084
About the gene

Official Symbol CAMK2B

Previous Symbol CAMKB

Official Full Name | calcium/calmodulin dependent protein kinase II beta

Synonyms CAM?2; CAMK?2
Location Tpl3

Gene Type protein-coding gene

Uniprot ID Q13554

Pathway/Library Kinases Library

The product of this gene belongs to the serine/threonine protein kinase family and to the
Ca(2+)/calmodulin-dependent protein kinase subfamily. Calcium signaling is crucial for several aspects of
plasticity at glutamatergic synapses. In mammalian cells, the enzyme is composed of four different chains:
alpha, beta, gamma, and delta. The product of this gene is a beta chain. It is possible that distinct isoforms
of this chain have different cellular localizations and interact differently with calmodulin. Eight transcript
variants encoding eight distinct isoforms have been identified for this gene.

Gene Summary
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£ SRR T IRIZ T, HR IR R A e A R IR N BE LR M, SRS S VS TE A N AR AR KORAS
SR 0 2 B R I 85 %1 R AT ARG W RBIF 4R 2, VNG IE TR E T 55 7740 b i B 1 DA B 1 4 i 7
DOMEE . G SRS B IR i B O R B AN, T DA R B SR LR IR B R . R IR IR
W OR BB IR AR SR 7%, FE BAE T CE R IR, OREE — PSRRI, FEIMN— B3 B IR, IR R T DUS &k
BT R R BT 2 7 S B R A K AGE N, BRI R A KRS .

g AU R FRBNDMEM (high glucose)+10% FBS. 5 7ERE 7RI -F NS & 75 8 2 -5E 8 R I W AR I mT RE M40 T 75 4%,
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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